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G0:0006886: intracellular protein transport
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G0:0010564: regulation of cell cycle process

G0:1903047: mitotic cell cycle process

G0:0006974: DNA damage response

G0:0019752: carboxylic acid metabolic process

hsa01230: Biosynthesis of amino acids
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R-HSA-6798695: Neutrophil degranulation
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