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Supplementary Figure S2. Relationships between TP53 mutation, DNA methylation, survival outcomes and PYAGs in patients with OC. (A-B) Difference in two PYAGs expressions (NLRC4 and IL1A) between TP53-mutant and wild types in ovarian cancer. (C-G) DNA methylation levels of AIM2, CASP1, CASP8, GSDMC and NLRP6 analyzed with DiseaseMeth 2.0. (H) Summary of the correlation between expression of PYAGs and survival outcomes across 33 cancer type. Red represents higher expression of PYAGs associated with worse survival, and blue represents higher expression of PYAGs associated with better survival. Only P values < 0.05 were shown. (I) Prognostic analysis for PYAGs in TCGA-OV and five GEO cohorts with a Univariate Cox regression model. PYAGs: pyroptosis-associated genes.
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