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Supplemental figure 2: The MVD mRNA levels with patients’ clinical characteristics. The correlation 

analysis of MVD mRNA levels with BMI (A), AFC (B), No. of oocytes retrieved (C), No. of MII 

oocytes (D), No. of 2PN fertilized (E), No. of day 3 good-quality embryos (F), 2PN fertilization rate 

(G), FSH levels (H), P levels (I), TT levels (J), AMH levels (K), HOMA-IR (L). 


