Potential use of DNA methylation in cervical swabs for early ovarian cancer diagnosis
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Supplementary figure S1.Distribution of beta values of CpG sites showing the highest ratio of variance between tumor and benign samples. Training and testing sets refer to split 1. a) top three CpG sites characteristic for cervical swabs in training set of cervical swabs b) the same CpG sites in testing set of cervical swabs c) top three CpG sites characteristic for ovarian tissue samples in training set of ovarian tissue samples d) the same CpG sites in testing set of ovarian tissue samples

