[bookmark: _GoBack]Table S2 GO enrichment analysis of upregulated genes in NMDAR-E group compared to control group
	ID
	GO Term
	Category
	Count
	P Value
	Enrichment_score

	GO:0030198
	extracellular matrix organization
	biological_process
	32
	2.82E-15
	5.455994

	GO:0030199
	collagen fibril organization
	biological_process
	19
	2.25E-13
	8.545568

	GO:0007155
	cell adhesion
	biological_process
	49
	2.71E-10
	2.702404

	GO:0001525
	angiogenesis
	biological_process
	32
	5.31E-10
	3.537149

	GO:0032964
	collagen biosynthetic process
	biological_process
	7
	1.28E-08
	18.26053

	GO:0044344
	cellular response to fibroblast growth factor stimulus
	biological_process
	9
	2.96E-07
	9.029932

	GO:0043066
	negative regulation of apoptotic process
	biological_process
	42
	3.24E-07
	2.336102

	GO:0007229
	integrin-mediated signaling pathway
	biological_process
	16
	6.98E-07
	4.347745

	GO:0062023
	collagen-containing extracellular matrix
	cellular_component
	64
	3.85E-24
	4.44025

	GO:0005576
	extracellular region
	cellular_component
	155
	2.47E-22
	2.226544

	GO:0005615
	extracellular space
	cellular_component
	131
	9.01E-20
	2.2889

	GO:0005788
	endoplasmic reticulum lumen
	cellular_component
	50
	2.00E-18
	4.290538

	GO:0031012
	extracellular matrix
	cellular_component
	40
	5.71E-16
	4.576574

	GO:0070062
	extracellular exosome
	cellular_component
	145
	5.32E-13
	1.807233

	GO:0005604
	basement membrane
	cellular_component
	21
	9.42E-13
	7.023281

	GO:0072562
	blood microparticle
	cellular_component
	19
	4.11E-08
	4.465252

	GO:0005201
	extracellular matrix structural constituent
	molecular_function
	34
	3.73E-19
	6.719243

	GO:0030020
	extracellular matrix structural constituent conferring tensile strength
	molecular_function
	14
	1.76E-10
	8.907576

	GO:0005178
	integrin binding
	molecular_function
	25
	4.71E-10
	4.376925

	GO:0005518
	collagen binding
	molecular_function
	15
	1.08E-08
	6.211065

	GO:0008201
	heparin binding
	molecular_function
	24
	2.78E-08
	3.726639

	GO:0008307
	structural constituent of muscle
	molecular_function
	11
	3.51E-07
	6.832171

	GO:0005509
	calcium ion binding
	molecular_function
	54
	4.79E-07
	2.050465

	GO:0003779
	actin binding
	molecular_function
	27
	4.26E-06
	2.647875
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Table   S 2   GO enrichment analysis of upregulated genes in N MDAR - E group compared to  con trol   grou p  

ID  GO Term  Category  Count  P   Value  Enrichment_score  
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GO:0001525  angiogenesis  biological_process  32  5.31E - 10  3.537149  

GO:0032964  collagen biosynthetic process  biological_process  7  1.28E - 08  18.26053  

GO:0044344  cellular response to fibroblast  growth factor stimulus  biological_process  9  2.96E - 07  9.029932  

GO:0043066  negative regulation of apoptotic  process  biological_process  42  3.24E - 07  2.336102  

GO:0007229  integrin - mediated signaling pathway  biological_process  16  6.98E - 07  4.347745  

GO:0062023  collagen - containing extracellular  matrix  cellular_component  64  3.85E - 24  4.44025  

GO:0005576  extracellular region  cellular_component  155  2.47E - 22  2.226544  

GO:0005615  extracellular space  cellular_component  131  9.01E - 20  2.2889  

GO:0005788  endoplasmic reticulum lumen  cellular_component  50  2.00E - 18  4.290538  

GO:0031012  extracellular matrix  cellular_component  40  5.71E - 16  4.576574  

GO:0070062  extracellular exosome  cellular_component  145  5.32E - 13  1.807233  

GO:0005604  basement membrane  cellular_component  21  9.42E - 13  7.023281  

GO:0072562  blood microparticle  cellular_component  19  4.11E - 08  4.465252  

GO:0005201  extracellular  matrix structural  constituent  molecular_function  34  3.73E - 19  6.719243  

GO:0030020  extracellular matrix structural  constituent conferring tensile  strength  molecular_function  14  1.76E - 10  8.907576  

GO:0005178  integrin binding  molecular_function  25  4.71E - 10  4.376925  

GO:0005518  collagen binding  molecular_function  15  1.08E - 08  6.211065  

GO:0008201  heparin binding  molecular_function  24  2.78E - 08  3.726639  

GO:0008307  structural constituent of muscle  molecular_function  11  3.51E - 07  6.832171  

GO:0005509  calcium ion  binding  molecular_function  54  4.79E - 07  2.050465  
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