[bookmark: _GoBack]Table S4 KEGG pathway enrichment analysis of upregulated DEGs
	KEGG Pathway Term
	Count
	p-value

	Focal adhesion
	31
	2.78E-10

	ECM-receptor interaction
	20
	3.72E-10

	PI3K-Akt signaling pathway
	39
	2.08E-08

	Protein digestion and absorption
	15
	2.29E-05

	AGE-RAGE signaling pathway in diabetic complications
	14
	6.69E-05

	Phagosome
	16
	0.000456

	Human papillomavirus infection
	26
	0.001475

	Complement and coagulation cascades
	10
	0.003075

	Proteoglycans in cancer
	17
	0.004803

	Tight junction
	15
	0.004836

	Protein processing in endoplasmic reticulum
	15
	0.005108
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Ta ble S 4   KEGG pathway enrichment analysis of  u p regulated DEGs  

KEGG Pathway  Term  Count  p - value  

Focal adhesion  31  2.78E - 10  

ECM - receptor interaction  20  3.72E - 10  

PI3K - Akt signaling  pathway  39  2.08E - 08  

Protein digestion and absorption  15  2.29E - 05  

AGE - RAGE signaling pathway in diabetic complications  14  6.69E - 05  

Phagosome  16  0.000456  

Human papillomavirus infection  26  0.001475  

Complement and coagulation cascades  10  0.003075  

Proteoglycans in cancer  17  0.004803  

Tight junction  15  0.004836  

Protein processing in endoplasmic reticulum  15  0.005108  

 

