Supplementary Table 3. Gene expression profiling of representative target genes of TAp63 
	Target
	Pathway
	NT

	
	
	SAOS-2
(mock)
	WT
	R643*
	R594*

	MDM2
	Cell cycle, proteasomal degradation
	0,87
(0,09)
	1,00
(0,00)
	1,81
(0,15)
	1,07
(0,10)

	WNT4
	Cell differentiation
	0,02
(0,01)
	1,00
(0,00)
	2,11
(0,09)
	1,53
(0,08)

	MASPIN
	Growth
Suppression
	0,02
(0,01)
	1,00
(0,00)
	6,28
(0,45)
	1,51
(0,11)

	EGFR
	Growth, survival, proliferation, and differentiation
	1,55
(0,56)
	1,00
(0,00)
	0,84
(0,01)
	0,86
(0,00)


Mean values  s.e.m.. NT: untreated, WT: wild-type, s.e.m: standard error of the mean.
