Table S3 Specifications of the final models for outcome variables
	Outcome variables
	model

	AFC
	model <- glmmTMB(
    afc ~ age + amh + fsh + bmi + infertility_duration + interval + merged_cycle_order + (1|center_id) + (1|patient_id),
    data = data,
    family = gaussian(link = "log")
  )

	Oocytes retrieved
	model <- glmmTMB(
oocytes_retrieved ~ age + amh + fsh + bmi + infertility_duration + gn_duration + interval + merged_cycle_order + 
merged_os_protocol + (1|center_id) + (1|patient_id),
    data = data,
    family = poisson(link = "log")
  )

	Normal fertilized oocytes
	model <- glm(
[bookmark: OLE_LINK1]    normally_fertilized_oocytes ~ age + amh + fsh + bmi + infertility_duration + gn_duration + interval + merged_cycle_order + 
merged_os_protocol + merged_fertilization_method,
    data = data,
    family = poisson(link = "log")
  )

	Transferable embryos
	model <- glm(
    transferable_embryos ~ age + amh + fsh + bmi + infertility_duration + gn_duration + interval + merged_cycle_order + 
merged_os_protocol + merged_fertilization_method,
    data = data,
    family = poisson(link = "log")
  )


	High quality embryos
	model <- glmmTMB(
high_quality_embryos ~ age + amh + fsh + bmi + infertility_duration + gn_duration + interval + merged_cycle_order + 
merged_os_protocol + merged_fertilization_method + (1|patient_id),
    ziformula = ~1,
    data = data,
    family = poisson(link = "log")
  )



