Supplementary Figure 1
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Supplementary Figure 2
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Training Set (7 Patients)

Step 1: LMM-based screening (only on 7 patients)

Step 2: p-value and effect based thresholding
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*Note: These steps are restricted only

|
|
I
|
|
|
. |
Step 3: Inner-loop hyperparameter tuning —rr
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