Supplementary Table S1. Primer sequences
	Name（species）
	Forward primer sequence（5′-3′）
	Reverse primer sequence（5′-3′）

	18S （Homo sapiens）
	AAACGGCTACCACATCCAAG
	CCTCCATGGATCCTCGTTA

	ATP6V1B1-AS1（Homo sapiens）
	TCATTTTCATGAATGCTGCCTCT
	CTGTGCAAGAATCACCGTGC



Supplementary Table S2. SiRNAs sequences used for transfection
	Name（species）
	Sense（5′-3′）
	Antisense（5′-3′）

	si-NC（Homo sapiens）
	UUCUCCGAACGUGUCACGUTT
	ACGUGACACGUUCGGAGAATT

	si-ATP6V1B1-AS1#1（Homo sapiens）
	GCCUGGGAAACGCGUGGAATT
	UUCCACGCGUUUCCCAGGCTT

	si-ATP6V1B1-AS1#2（Homo sapiens）
	CAUUAUUUGUCAUCUCCCUTT
	AGGGAGAUGACAAAUAAUGTT

	si-ATP6V1B1-AS1#3（Homo sapiens）
	GCACGGUGAUUCUUGCACATT
	UGUGCAAGAAUCACCGUGCTT

	si-MAP3K3#1（Homo sapiens）
	GCCUUAGGAUAUUGCUGUUTT
	AACAGCAAUAUCCUAAGGCTT

	si-MAP3K3#2（Homo sapiens）
	CCAGACAGGUGCGGAUCAATT
	UUGAUCCGCACCUGUCUGGTT

	si-MAP3K3#3（Homo sapiens）
	CCUGACAACAGACAGGAAUTT
	AUUCCUGUCUGUUGUCAGGTT



Supplementary Table S3. The antibodies used in this study
	Protein
	Manufacturer
	Catalog number
	Dilution

	Tubulin 
	Thermo Fisher scientific
	MA5-16308
	1:2000

	MAP3K3
	Abcam
	Ab40756
	1:1000（WB）、1:200（IF）

	p38 MAPK 
	Abcam 
	Ab308333
	1:1000

	p-p38 MAPK 
	Thermo Fisher scientific
	44-684G
	1:1000



[bookmark: OLE_LINK1]Supplementary Table S4. The potential proteins predicted to interact with ATP6V1B1-AS1 in this study
	Protein names
	iBAQ CT1
	iBAQ CT2
	iBAQ CT3
	iBAQ Ctr1
	iBAQ Ctr2
	iBAQ Ctr3

	BPTF
	40566
	119510
	137590
	0
	0
	0

	SPICE1
	69547
	76103
	70333
	0
	0
	0

	PTK2
	121250
	339780
	235200
	0
	0
	0

	OSBPL3
	152630
	1275900
	592170
	0
	0
	0

	TAF7
	262110
	305560
	378780
	0
	0
	0

	RALGAPB
	272510
	148350
	111620
	0
	0
	0

	CABIN1
	286090
	182580
	186730
	0
	0
	0

	SCAF11
	308040
	47782
	268690
	0
	0
	0

	WDR34
	353560
	140080
	167520
	0
	0
	0

	TAF1B
	442770
	817130
	192790
	0
	0
	0

	PCGF5
	527910
	490820
	603590
	0
	0
	0

	MAP3K3
	574560
	364050
	447840
	0
	0
	0

	FYTTD1
	642300
	270580
	343410
	0
	0
	0

	MICU2
	657080
	591070
	726710
	0
	0
	0

	CYR61
	666490
	853080
	879920
	0
	0
	0

	PRPF40A
	731360
	1425800
	782780
	0
	0
	0

	DHX35
	982890
	735060
	536910
	0
	0
	0

	PIP4K2B
	987060
	633760
	328660
	0
	0
	0

	UBN1
	989180
	2535500
	2782900
	0
	0
	0

	GKAP1
	1134300
	1084100
	1638000
	0
	0
	0

	PIP
	1193000
	1465700
	1173100
	0
	0
	0

	S100A9
	1280000
	2423100
	2388300
	0
	0
	0

	RAB11FIP2
	1477400
	1291900
	2523800
	0
	0
	0

	TRIOBP
	1668000
	989600
	1206600
	0
	0
	0

	C8orf59
	1755100
	667450
	3447800
	0
	0
	0

	MED18
	1957100
	462670
	903310
	0
	0
	0

	DCD
	2006600
	2498900
	3245400
	0
	0
	0

	LYZ
	2096600
	2868100
	4692100
	0
	0
	0

	UTP15
	2501300
	1866000
	10212000
	0
	0
	0

	C17orf49;RNASEK-C17orf49;BAP18
	2698200
	2995400
	3719000
	0
	0
	0

	MED11
	4186600
	2820900
	5407900
	0
	0
	0

	HIRA
	5608300
	4787700
	3564900
	0
	0
	0

	MED30
	6169400
	6560100
	6802300
	0
	0
	0

	CREM;ATF1;CREB1
	6497800
	4393400
	3927600
	0
	0
	0

	NOP10
	9492900
	7306000
	2354700
	0
	0
	0

	TMA7;hCG_2014768
	15469000
	12372000
	13267000
	0
	0
	0

	LLPH
	15921000
	17259000
	2235100
	0
	0
	0




Supplementary Table S5. Supplementary Table S1. Age, FIGO stage, and pathological type of the patients.
	Patient No.
	Age (years)
	FIGO stage
	Histological subtype

	1
	67
	III
	High-grade serous carcinoma

	2
	73
	III
	High-grade serous carcinoma

	3
	73
	IV
	High-grade serous carcinoma

	4
	53
	II
	Endometrioid carcinoma

	5
	64
	III
	High-grade serous carcinoma

	6
	74
	III
	Clear cell carcinoma

	7
	55
	I
	Endometrioid carcinoma

	8
	61
	III
	High-grade serous carcinoma

	9
	57
	IV
	High-grade serous carcinoma

	10
	76
	III
	High-grade serous carcinoma

	11
	63
	II
	Clear cell carcinoma

	12
	49
	I
	Mucinous carcinoma

	13
	56
	III
	High-grade serous carcinoma

	14
	71
	IV
	Endometrioid carcinoma

	15
	69
	III
	High-grade serous carcinoma

	16
	52
	I
	Endometrioid carcinoma



Supplementary Figure S1. Knockdown efficiencies of three si-RNA fragments targeting ATP6V1B1-AS1 in A2780 and OVCAR3 cells.
[image: ]
The relative expression of ATP6V1B1-AS1 in OVCAR3 and A2780 cells transfected with either si-ATP6V1B1-AS1 or si-NC was evaluated using RT-qPCR, n=3. *p < 0.05, **p < 0.01, ***p < 0.001.


Supplementary Figure S2. Knockdown efficiencies of three si-RNA fragments targeting MAP3K3 in A2780 and OVCAR3 cells.
[image: ]

The relative expression of MAP3K3 in OVCAR3 and A2780 cells transfected with either si-MAP3K3 or si-NC was evaluated using RT-qPCR, n=3. *p < 0.05, **p < 0.01, ***p < 0.001.


Supplementary Materials1. Original gels for Western blot
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Additional supplementary materials；

Bioinformatics analysis
The Cancer Genome Atlas (TCGA) is a landmark cancer genomics project that was jointly launched by the National Cancer Institute (NCI) and the National Human Genome Research Institute (NHGRI). This project has molecularly characterized over 20,000 primary cancer samples alongside matched normal samples, encompassing 33 different cancer types. The data generated from this initiative has significantly impacted, and will continue to influence, the diagnosis, treatment, and prevention of cancer. Clinical and RNA sequencing information from 419 OC samples and 88 normal ovarian tissue samples was extracted and analyzed using the TCGA datasets (http://cancergenome.nih.gov/)
Cell culture and treatments
Human OC cell lines (OVCAR3, A2780) and normal ovarian epithelial cell lines (IOSE80) were obtained from the Chinese Academy of Cell Collection (Shanghai, China) and routinely screened for mycoplasma contamination. The cells were cultured at 37°C in a humidified atmosphere with 5% CO2. RPMI-1640 medium (GIBCO, USA), supplemented with fetal bovine serum (FBS) (Excell Bio, New Zealand) and 1% penicillin/streptomycin (PS) (NCM Biotech, China). A2780 and IOSE80 cells required 10% FBS, whereas OVCAR3 cells required 20% FBS. When the cells reached 60-70% confluence, Lipofectamine 2000 (Invitrogen, USA) was utilized to transfect negative control si-RNA (si-NC) and si-RNA targeting ATP6V1B1-AS1 (si-ATP6V1B1-AS1) (GenePharma, Suzhou, China) as well as MAP3K3 targeting si-RNA (si-MAP3K3) (GenePharma, Suzhou, China) into OC cells. The si-RNA sequences are detailed in Table S2. The ATP6V1B1-AS1 overexpression plasmid and empty vector (EV), supplied by Sangon Biotechnology Inc. (Shanghai, China), were transfected into OC cells using X-treme GENE HP DNA transfection reagent (Mannheim, Germany) at a plasmid-to-reagent ratio of 1:3. Subsequently, A portion of ATP6V1B1-AS1 overexpressing cells was cultured with 10 μmol/L p38 MAPK pathway inhibitor SB203580 (MedChemExpress, USA) for 48 h.
Western blot assays
According to the referenced protocol [15], Western blot was performed as follows: Cells were lysed using radioimmunoprecipitation assay (RIPA, Beyotime) buffer supplemented with 1% phenylmethylsulfonyl fluoride (PMSF, Beyotime) as a protease inhibitor. The protein concentration was determined using a bicinchoninic acid (BCA) kit (Beyotime). The collected proteins were denatured by heating at 100°C for 10 minutes. Subsequently, 15 micrograms of protein from each sample were separated by 10% sodium dodecyl sulfate-polyacrylamide gel electrophoresis (SDS-PAGE, GenScript, China) and transferred onto polyvinylidene difluoride (PVDF) membranes (Millipore, Billerica, USA). After blocking in skim milk for 1 hour, the membranes were incubated overnight at 4°C with primary antibodies. Following washes with Tris-buffered saline containing 0.1% Tween-20 (TBST), the membranes were incubated with appropriate secondary antibodies. Protein bands were visualized using an enhanced chemiluminescence substrate and quantified using Image-Pro Plus (Media Cybernetics, USA). Comprehensive details on the antibodies can be found in Table S3.
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