Additional file 28: Molecular annotation of external cohort in function of TNBC clusters
and non-TNBC. Radar plot showing the segregation of three clusters as a function of 47
continuous score GES. This figure is an illustration of Additional file 26. Each of the 47 radii
represents a GES. Black circles represent significantly different levels of expression from low
(smallest circle) to high (largest circle). Expression level of each cluster is represented on the
corresponding circle as a dark grey (NTN), blue (C'1), red (C’2) or green (C’3) dot. Dots
located on same circles correspond to clusters with not significantly different expressions.
Dots located on different circles correspond to clusters with significantly different
expressions. Dots located in between black circles correspond to a cluster with expression
level not significantly different from clusters whose dots are located on both near circles.

Molecular subtyping
1.AR

2. Basal-ike

3. Claudin-CD24

4.ER

5 ERBB2

6. Molecular-apocrine

Immune response
7. B-cell

8.cYT

9.1L-8

10. M2M1

11. M2/M1 (Becker)
12. MHC-1

13. MHC-2
14.STAT1

15. T-cell

16. Type | IFN

Microenvironment cells
17. Epithelial cells

I 18. Fibroblasts
19. Neurons

Metabolism
20. Adipocytes
21. Glycolysis
22.IRGS

Critical biological pathways in cancer
23 AKT

24. p-Catenin
25.CIN

26. E2F3
27.EGFR

28 HOXA

29. MITO/OXPHOS
30. MYC

31.p53

32. PIK3CA
33.PNI

34. PRL

35. Proliferation

36. PTEN loss
37.RAS

38. Reactive stroma
39.SRC

40. Stroma-CD10
41.TGFB

42. VEGF

43. Wound-response
44. YAP1-WWTR1

Prognosis
45.38-GES

46.70-GES
47.GGI



