
Figure S1: Copy number heat map.  Columns represent 75 individual patients across 70 genes in the targeted panel.  Tumors are categorized by high-level amplification (red, 5.0+ copies), gain (yellow), normal (white), minor loss (royal blue), extensive loss (dark blue, <0.5).

[image: ]
[bookmark: _GoBack]
image1.jpeg
MYCL
BCLY.
MCL1
MDM4.
MYCN
MSH2
VHL
PPARG
8AP1
PIK3CA
sox2
FGFR3
PDGFRA
KT
TET2
FBXW7
TERT
PIK3R1T
APC
FGFRY
L6
EGFR
CDKB
ET
FGFR1
uyC
co274
PDCDILG2
CDKN2A
PTCH1
TSC1
NOTCH1
GATA3
PTEN
FGFR2
wrt
CcDa4
CCND1
BRC3
BIRC2
ATH
KRAS
ACVRL1
CDK4
MDMZ
FLT3
BRCA2
RB1
Gase
APEX1
PP
NKOX2-1
AKT1
IGFIR
TsC2
COHI
P53
TIAF1
NFT
ERBE2
BRCA1
RPSEKBI
SMAD4
CCNET
CSNi2AT
BCL2LY
NF217
SMARCB1
NF2

AR

3p25 Il n
214

3926
aq26
16
412
4at2
4q24
ot
515
512
5q21
5035

e I- LM | ™ L . L
b mn Emm n 1 am I."B " = =
;Sg; u 1 a nllen ‘nsim L iR B
2L n

s

g g O :..-; N -
T e A A LT
| ]

l | | | HEEE | |||
B retar ML LR L o L
i, oy 1 e e Y g ]

- | | | |
R e (SR RE gt
= .'i'l. .-|i' o L

: m . -ﬂ* o i I.
'I_I I'I' I-
ol _.,."

9934
1014
10623
10026
11p13
11p1a
tata Il
11q22
1122
11q22
12p12 L]
12q13

12q14
12q15
1312
12q13
13q14
1334
a1t
14q11
14q13
14q22
15026 [l
16p13
18022
17p13
17q11
17911 [
17q12

17021
17023
18021
19912
20p13
20q11
20q13
22911
22q12
Xq12





