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	Whole cohort (n=928)

	Pathological subtypes

	ER+/HER2-
	606 (66%)

	HER2+
	157 (17%)

	TNBC
	165 (17%)

	Intrinsic molecular subtypes (according to PAM50)

	Luminal A
	492 (53%)

	Luminal B
	195 (21%)

	Basal-like
	164 (18%)

	HER2-enriched
	77 (8%)

	ER+/HER2- cohort (n=606)

	Luminal A
	426 (70%)

	Luminal B
	158 (26%)

	Basal-like
	17 (3%)

	HER2-enriched
	5 (1%)

	HRD High
	55 (9%)

	S3 High (65 missing values)
	55 (9%)

	BRCA-mutated
	24 (4%)

	 Germline
	13 (54%)

	 Somatic
	11 (46%)

	BRCA WT/HRD High
	44 (7%)

	BRCA WT/ HRD Low
	538 (89%)

	BRCA WT/ S3 High
	45 (7%)

	BRCA WT/ S3 Low
	472 (78%)


TNBC : Triple Negative Breast Cancer,  S3 : signature 3, WT : Wild Type 
