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Figure S1. BOADICEA Family Risk and Polygenetic Risk Score (PRS). 23 non-BRCA1/2 cases, four BRCA1 positive carriers (tumours 40-43), and three BRCA2 positive carriers (tumours 45-47). Patients are ordered according to PRS score. a) Germline variants possibly contribute to increased breast cancer family risk. Variants are included if they are reported pathogenic/likely pathogenic in ClinVar and the gene exists in our candidate list. Variants of unknown significance (VUS) further required a high correlation with breast cancer risk to be included (online methods). b) Age at diagnosis. c) Predicted BOADICEA family lifetime risk of getting breast cancer. d) Predicted lifetime risk of breast cancer (20-80 years) by PRS score. e) Combined family risk and PRS. The dashed line represents the mean lifetime risk (0-79 years) of breast cancer in the Danish population of 11.7% (36).
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