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1. Identified CAF substates recapitulate previously described ones.
[image: ]
A) UMAP visualization of CAF reclustering. 
B) UMAP visualization of mCAFs reclustering. 
C) Gene expression dot plot of prototypical progenitor-like normal fibroblast markers. 
D) Boxplot of Lrrc15 gene expression levels. Wilcoxon test, **p ≤ 0.01, ***p ≤ 0.001. 
E) Heatmap showing the expression of iCAF and myCAF signatures (10, 13) in mCAF1 and mCAF2.
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