The official link for accessing supplementary information is provided below. Should there be a need, individuals are welcome to access the additional data through the following link:

https://github.com/John136219655/GLCM_SS-identifies-AKT-inhibition-responders-and-reveals-hot-immune-environment


The contents in supplementary information are as follow:
1. The significantly different expressed genes between GLCM_SS+ and GLCM_SS- in all cohort. (filename: DEGs_in_All)
2. The significantly different expressed genes between GLCM_SS+ and GLCM_SS- in HER2- cohort. (filename: DEGs_in_HER2-)
3. The significantly different expressed genes between GLCM_SS+ and GLCM_SS- in HR- cohort. (filename: DEGs_in_HR-)
4. The significantly different expressed genes between GLCM_SS+ and GLCM_SS- in MP2 cohort. (filename: DEGs_in_MP2)
5. The significantly different expressed genes between GLCM_SS+ and GLCM_SS- in TN cohort. (filename: DEGs_in_TN)
6. The GSEA results for GLCM subtype in all cohort based on the collection of C2. (filename: GSEA_C2_All)
7. The GSEA results for GLCM subtype in all cohort based on the collection of KEGG. (filename: GSEA_KEGG_All)
8. The GSEA results for GLCM subtype in all cohort based on the collection of Hallmark. (filename: GSEA_hallmark_All)
9. The different abundance of immune cells between GLCM_SS+ and GLCM_SS- in all cohort (filename: Immunecells_All_testout)
10. The different abundance of immune cells between GLCM_SS+ and GLCM_SS- in HER2- cohort (filename: Immunecells_HER2-_testout)
11. The different abundance of immune cells between GLCM_SS+ and GLCM_SS- in HR- cohort (filename: Immunecells_HR-_testout)
12. The different abundance of immune cells between GLCM_SS+ and GLCM_SS- in MP2 cohort (filename: Immunecells_MP2_testout)
13. The different abundance of immune cells between GLCM_SS+ and GLCM_SS- in TN cohort. (filename: Immunecells_TN_testout)
14. The different expression value of immune checkpoints between GLCM_SS+ and GLCM_SS- in all cohort. (filename: checkpoints_All_testout)
15. The different expression value of immune checkpoints between GLCM_SS+ and GLCM_SS- in HER2- cohort. (filename: checkpoints_HER2-_testout)
16. The different expression value of immune checkpoints between GLCM_SS+ and GLCM_SS- in HR- cohort. (filename: checkpoints_HR-_testout)
17. The different expression value of immune checkpoints between GLCM_SS+ and GLCM_SS- in MP2 cohort. (filename: checkpoints_MP2_testout)
18. The different expression value of immune checkpoints between GLCM_SS+ and GLCM_SS- in TN cohort. (filename: checkpoints_TN_testout)
19. The different expression value of cytokines between GLCM_SS+ and GLCM_SS- in all cohort. (filename: cytokines_All_testout)
20. The different expression value of cytokines between GLCM_SS+ and GLCM_SS- in HER2- cohort. (filename: cytokines_HER2-_testout)
21. The different expression value of cytokines between GLCM_SS+ and GLCM_SS- in HR- cohort. (filename: cytokines_HR-_testout)
22. The different expression value of cytokines between GLCM_SS+ and GLCM_SS- in MP2 cohort. (filename: cytokines_MP2_testout)
23. The different expression value of cytokines between GLCM_SS+ and GLCM_SS- in TN cohort. (filename: cytokines_TN_testout)
24. The abundance of immune cells in all samples. (filename: immune_cell_abundance)
25. The gene list for calculating the abundance of immune cells. (filename: ssGSEA_gene_set)
