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MLPH
SFRS13B
CENPA
XBP1
FOXC1
PUF60
CDCA5
TTK
C8orf33
C14ORF45
BOP1
CDCA2
P4HTM
HJURP
LOC100130148
POTEH
GPR172A
CYC1
C8ORF51
ORC6L
RUNDC1
MAF1
CIRBP
MAPT
EXOSC4
C1ORF64
RAB17
ACOT4
RHOB
ZMYND10
SLC22A20
SLC7A5
CDC45
SCRIB
C15orf23
COMMD5
PYCRL
EIF2C2
C17ORF97
ARHGAP39
VPS28
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RERG
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UQCRHL
KIF13B
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MCM6
FSIP1
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Top fifty genes explained by IntClust
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C8orf33
PUF60
MAF1
ARHGAP39
CYC1
ZNF7
VPS28
TIGD5
SCRIB
COMMD5
C8ORF51
EXOSC4
SHARPIN
PPP1R16A
PYCRL
HSF1
GPAA1
FAM83H
GRINA
MGC70857
PTK2
ZNF252
ZNF707
DGAT1
KIFC2
FBXL6
MFSD3
ZNF34
C8orf55
C8ORF55
GPR172A
ADCK5
ZNF251
CYHR1
ZNF696
RPL8
ZC3H3
BOP1
ZNF16
GLI4
LRRC14
CHRAC1
OPLAH
C8orf51
ZNF250
SLC39A4
TOP1MT
TRAPPC9
GSDMD
CPSF1
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Top fifty genes better explained by IntClust than PAM50

Additional file 14 – Ranked list of the top fifty genes with R-squared values 

explained by IntClust (top panel) and those better explained by IntClust 

compared to PAM50 (bottom panel).   


