Additional file 12. Primers for quantitative RT-PCR analysis.

Gene ITAG gene ID? SGN unigeneb Primers  Sequence (5'-3")
PSMD2 Solyc07g053650 SGN-U569045 Forward GCTGGACTGGTTACTCTGCT
Reverse ACCTGCCTGACCTACAACAT
SIUBC1 Solyc01g094810 SGN-U579048 Forward TGCCCCTGAGGAGAAGTCAA
Reverse CAGGGCCTGCAACTGCAT
SIUBC2 Solyc01g095490 SGN-U580883 Forward TGCCCCTGAGGAGAAGTCAA
Reverse CAGGGCCTGCAACTGCA
SIUBC3 Solyc01g111680 SGN-U603899 Forward GAGTACCAACATCTCCACCAATTG
Reverse CTGACCTTGGCTGGATTGAAC
SIUBC4 Solyc02g067420 SGN-U579926 Forward GGAAGGTGCGTGAAATAGTTGAG
Reverse CCAGGAGAAAGCCATGAAATG
SIUBC5 Solyc02g078210 SGN-U567723 Forward CCCAAGAACCAGGACAAAGAAC
Reverse CTCCACGAGTTTAGGGTAAAGCTT
SIUBC6 Solyc02g083570 SGN-U565334 Forward TCCACTGGTTCCAGAAATTGC
Reverse TTTGAGTCCAACTACGAGCCATT
SIUBC7 Solyc02g084760 SGN-U579325 Forward ATGTTGTCAAGTTCAACCGTGAA
Reverse TGGGAGATCTGCCGTTTCTG
SIUBCS8 Solyc02g085690 — Forward GAGGCTGCTTCTGTGTTGAGAGA
Reverse GCCACAGTTCCACCAAGCAT
SIUBC9 Solyc02g087750 SGN-U580405 Forward GAAGGTGCGTGAGATTGTTGAG
Reverse CAGCATGGAGAACATTGCAGTT
SIUBC10 Solyc02g093110 SGN-U580409 Forward GCCAAACCCTGCTGATCCT
Reverse CGCACCCTCTTTCGGTACTC
SIUBC11 Solyc03g007470 SGN-U579276 Forward GATCCTTTGGTCCCGGAGAT
Reverse TGGGTCCAGCTCCTTGCA
SIUBC12 Solyc03g033410 SGN-U565335 Forward CAGACGATCCATTGGTACCAGAA
Reverse CCAACTACGAGCCACTGATTCA
SIUBC13 Solyc03g044260 SGN-U577380 Forward TCCGCCTCTGGTGTAGTCTTAATA
Reverse GCCAAAACAGTGTCAGCTATCAGT
SIUBC14 Solyc03g113100 SGN-U596593 Forward CCCGGATTTCTTTTCTTACACCTA
Reverse TCTGTTGGGCAATATGCATAGATG
SIUBC15 Solyc03g113100 SGN-U580749 Forward TCAGAAGCTGCTCGGTTGTTT
Reverse TGTCCAGCTCTGCTCCACAAT
SIUBC16 Solyc03g123660 SGN-U583412 Forward CAACAGAGGAAATCCGTTCCA
Reverse AGCAGAGGCAGGGCCATTA
SIUBC17 Solyc04g011430 SGN-U580887 Forward GCATCATATCCATGCTTTCAAGTC
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AGGAGATTGGCGTAAAGGATTG
TTGCAGGAACAACTGGTGCTA

CAAAGCACTGGAAGTCAAACGA
TCAGGCACCACTTGCATAAAGA

CAAACCCCGATGATCCTTTG
CCGGGCTGTTGATTCGTATT

CCGGAGGAGAAGTCGAGTGA
TCAACAGGGCCTGCCATT

CTCCCACAACTTCTCTTGTATCCT
GTTCGGTCTCGCATCATCAG

CTCCCACAACTTCTCTTGTATCCT
GTTCGGTCTCGCATCATCAG

GAAGATCGACGCGAGAAAGAA
TCTCCCATCTATCAAACAAAAGCA

CAAACATAAGCTCACCTCTGAACA
GCTTCTCAACCATCTTCCTGTATT

CGATCCGGTGATATCAGAGGTT
TTTTAGCCCTTCTTGGGCATT

CGCAAAGAAGGAGAATGTCGTT
TCTGTCCACTGAACTCCTCTTCAC

CGCCGTCTAGATACTTCTCTCAGA
TTCCGGCACCTGCACATT

ACTCAAAAATTTGCCATGGGATA
GGAATCAGACCCCGATGGT

GTGATCCAGCACAAACAGAAGGT
GGCCTGCTGTCTCACTCGTT

GACAACCCCAGCTTGTTCGA
CAGCGTTGGAAGAACGTTTCT

ATCTAAAAAATCCAGCGGTGAAGA
GCTCATGAAATCATCGGAAGGA

TGTCCCTATTTACGAGGGTTATGC
AGTTAAATCACGACCAGCAAGAT
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