Additional file 6. Primers used in the ChIP-qPCR analysis.

Gene ITAG gene ID? SGN unigeneb Position Forward primer (5'-3") Reverse primer (5'-3")
PSMD2 Solyc07g053650 SGN-U569045 -197 AAGGTTCCTTCTAAGGACCCAAAG ATCCTCCTCCGACTAATCCCAGCA
-622 GCCCATTCTTTACTTACCAGATCC GAACAAAGGTTTTCGTCTTCACCA
SIUBC6 Solyc02g083570 SGN-U565334  -829 CAAATTAGGCAAATGGTACAGAGA GGACGGCATACATTATTCAAATAT
-997 GGCAGCGTAAAAAACTGTTACA TTCCACTATTATTTGCTGTTACCAT
SIUBC7 Solyc02g084760 SGN-U579325 -238 TGCTGTCCAACTTTTACGTACAA TCCACCTTCTACTTCCCTTATTTAG
-916 TCCATTACTTGATATTTGTTTGG TCGATTCGGATAAGTTTTACCCA
SIUBCS8 Solyc02g085690 — -133 GCATCCTCGTGACATTTAATATTT TGGGCTTTTTTGAGTTCTATTCT
-337 TGATACACGTGCAATTTAACAACT CTCAAAACTATCCTTCCCATCAA
SIUBC12 Solyc03g033410 SGN-U565335 -1106 GCTATCTTTTAGGTGCATACAGGAT AGCTCGTCATATCAGGTTTGATT
-1892 GCAAACTTGATTGGCACTCA CCACTTCACAATCATTTTCATTAAC
SIUBC17 Solyc04g011430 SGN-U580887 -321 TTTTAAACGGCAAAGACATTATA TTTGGAACCATTTGTGGAAGAGT
-453 TAACCATGAACATACTTCCCTCA ATCGGTGGATCAAATTATGACAC
SIUBC18 Solyc04g078620 SGN-U592148 -184 TTGAATATTTATATTCAATGA CACTCTTCAGCAGGACGAACAAA
-272 TCATGCACTTTTCTCAATAATAC ATTCTTTTTAGTTTTATC
SIUBC24 Solyc06g007510 SGN-U578218 -724 TGACGAATGAAGGAGATCTAGTTT CTTACTCTCAATCCCAAATTAGCA
-1210 TGAGCTAAAGGCAAAAATTTGTA CGTATCCAAAAACTGATCAATTG
SIUBC30 Solyc07g024070 SGN-U568707 -1759 AAACGAAAAATATATT TTGCACTTATTTCAATATAT
-1801 AAATAACATAGAATAGAAAAA AATATATTTTTCGTTTCCTTTA
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