
Additional file 7. Alternative splicing events identified by Diffsplice.
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exclusive
GFP/eIF4A3 1522 (27%) 512 198 174 638 0

GFP/Y14 1034 (19%) 357 124 95 457 1

GFP/MLN51 113 (2%) 47 13 4 49 0

GFP/Upf1 1115 (23%) 389 196 115 415 0


