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3' uuGAUAUGUUGGAGGAUGGAGu 5' hsa-let-7e 
     || |: |:: |||||||||  
5' gcCUCUG-AGUGUCCUACCUCc 3' TNFAIP3 

3' uugaUAUGUUGGAGG-AUGGAGu 5' hsa-let-7e 
       |||||:   || ||||||  
5' gaaaAUACAGAAACCAUACCUCa 3' ITGA4 

3' uugaUAUGUUGGAGGAUGGAGu 5' hsa-let-7e 
       ||||||  | :||||||  
5' uuacAUACAA-AUAUUACCUCa 3' THBS1 

3' gcUGGUACCGACAUCUGACAAu 5' hsa-miR-132 
     | ||| |  |  |||||||  
5' ggAACAUUGGAGCUGACUGUUc 3' HBEGF 

3' ccggcacugaccucUGACAAu 5' hsa-miR-212 
                 ||||||  
5' ugauguauaaagcaACUGUUa 3' IL15 

3' gcGUUCCAGCCA--AGAUGCCCAc 5' hsa-miR-99b 
     :|||  | ||   :|||||||  
5' cuUAAGUCCAGUAGAUUACGGGUa 3' IGF1R 

C

3' gcUGGUACCGACAU-CUGACAAu 5' hsa-miR-132 
     ||| |  : ||: |||||||  
5' aaACCUUUUUAGUGUGACUGUUa 3' PTGS2 

3' ccggcacugacCUCUGACAAu 5' hsa-miR-212 
              | |||||||  
5' accuuuuuaguGUGACUGUUa 3' PTGS2 


