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Figure S1. Alternative transcript length as a function of expression level category. 
Expression levels are binned into 30 categories. Each dot is the mean value for genes in the given expression category, and the error bar indicates the standard deviation of the mean.
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Figure S2. Expression breadth-based segmentation analysis of homoeologous chromosomes 3A and 3D. 
Expression breadth is calculated as the average number of conditions in a sliding window of 50 genes. (A) chromosome 3A; (B) chromosome 3D.
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Figure S3. Relationships between gene expression and gene structural and functional features in the R1 / R3 regions. 
Expression levels are binned into 30 categories. Each dot is the mean value for genes in the given expression category, and the error bar indicates the standard deviation of the mean.
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Figure S4. Relationships between gene expression and gene structural and functional features in the R2a / R2b regions. 
Expression levels are binned into 30 categories. Each dot is the mean value for genes in the given expression category, and the error bar indicates the standard deviation of the mean.
[bookmark: _GoBack]
image1.png




image2.png
Chromosome 3A

0 500 1000 1500 2000

Time




image3.png
Chromosome 3D

15

0 500 1000 1500 2000 2500




image4.png
# of exons # of isoforms Mean expresion level (FPKM)

Cumulative intron length (nt)

1000

750

500

250

©
|

o
|

w
|

—F A OO O~ O NDOTILONDD O

° o + L

expression level category

+++,++H+ H

— N M T W0 O~ 0O

125 =

10.0 =

75 =

s.o-u

25 =

0.0 =

6000

4000

2000 =

EERRRY

~ AN M T O O~ 0O

ormmvmgol\ocovg

expression level category

+H++HHH

ormmvmgol\ooovg

expression level category

11
- AN ™
AN NN

H

|
— N ™
AN AN AN

rrrrrini
< 0O O NN 0O O
AN AN AN AN NN O™

T

25 =
26 =
27 =
28 =
29 <
30 T

~++++H++++ HHW 11

AN MO T 0O O N0

ov—vamgol\occng

expression level category

— AN ™
AN NN

Mean exon length (nt) Transcripts length (nt) # of conditions

Mean intron length (nt)

5

0 =

6000

4000

2000

1000

750

500

250

1500

1000

500

St

~ AN MO IO O~ O0O®

— N M T O O~ O >

— N M T O O~ O >

P

— N M T O O~ O >

O~ AN M T I © M~ OO O

expression level category

O~ N M T IO O~V OO

O~ N M T IO O~V OO

expression level category

O~ N M T IO O~V OO

expression level category

AN N

Hy {14111

I
N
N

Frrrririi
M T WO O I~ 03
AN AN AN NN

|
o
@




image5.png
1000

g f 15 = .
N ; +¢++¢++++ * 44
L 750 — +++ t
) i 2
3 S +++
= X = 10 = +
= 5 t
& 500 = . c ¢ t
a o
1% L] et +
g . 2 ¢t
* 5 -
3 250 = o’ $
3 o« +
(0] ...
= oo °°
0—9® 0000 000 00 0 =
rrrrrrrrrrrrrrrrrrrrrrrrrrorntnl Frrrrrtrrrrrrrrrrrrrrrrrrrrrnrinrinl
mTNOST0LoOoN0 2T MRIT2E22R 58I L8RILS mTNOTWLON0e 2TN2ITL2ER2IYIILLRI_
expression level category expression level category
10 = geooo—
2 =
: til g ERERAAENY
o ()
= —4ooo—+ + + +
o + i) + + ++ +++ +
g | +
S 5= 5
2 bt Pyt
+++ @ 2000 =
4 —
o+.++
0 = 0 =
rrrrrrrrrrrrrrrrrrrrrrrrrrnrnnl rrrrrrrrrrrrrrrrrrrrrrrrrrrinriunl
TNOTLOoN 2 N¥2T2E2IJIIQ8RIL8 mTNOTLON0o 2T N¥RIT2LER22RIYIILERITS
expression level category expression level category
12.5 =
1000 =
10.0 = =
£ 750 =
s
iy B | H H *
o
o +++ + = 500 = + + +++ +
B 50— + ++ 8 + +
- titet : ;
+++++++ + §250—
25 = S
0.0 = 0 =
rrrrrrrrrrrrrrrrrrrrrrrrrrurunriail rrrrrrrrrrrrrrrrrrrrrrrrrrriurunl
CTNOTLOoNnwe 2T N¥R2T22RE22IJRJIL88RET_ CTNOTLoOorn0o 2 T N¥RI2LER22RIYIILERIT
expression level category expression level category
4000 = 1000 =
3000 = 750 ==

My BT R

0 = 0 =
rrrrrrrrrrrrrrrrriririil

e
——
L |
e
—
—
—
—
— —
.
—
——
——
Mean intron length (nt)

Cumulative intron length (nt)

Frrrrrririi Frrrrrrini
NRILERNRRS FNETLeN e 2 TN TReE 22 YRIRERNRRS

expression level category expression level category




