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Figure S8. (A) Methylation Age correlates with chronological age in dermal samples. Shown is 
the methylation age calculated using Horvath’s algorithm for each dermal sample versus 
chronological age for sample donor. (B) Methylation Age correlates with chronological age in 
epidermal samples. Shown is the methylation age calculated using Horvath’s algorithm for 
each epidermal sample versus chronological age for sample donor.
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