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Copy number variation analysis of the TERT gene in the CRISPR-edited clones.

Copy number of the TERT gene in (A) HEK 293 clones with FLAG-SNAP-TERT, (B) HEK 293T clones
with modified TERT promoter, and (C) SCaBER clones with modified TERT promoter were performed as
described in Materials and Methods with the GAPDH gene or the TBP gene as internal control. In (B),
Clone 1 and 2 have lost a copy of the TERT gene. Clone 3 and 4 correspond to the clones analysed in

Fig S6F.



