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Variability in GO group performance across networks

A — Variation in performance for each GO group is compared between bulk and single cell data. The
identity line is plotted in grey. Variation in performance is comparable between both data types. B -
Standard deviation in performance across single cell networks is plotted against aggregate
performance, with a clear positive trend. C - Standard deviation in average performance for each GO
group is compared between state-only and pseudo-compositional single cell data. The identity line is
plotted in grey. Variation in performance is comparable between both data types. D - GO slim
performance calculated by geneMANIA is shown for single cell and bulk aggregates. The identity line
is plotted in grey. Similar to neighbor voting, performance is correlated between both data types but
single cell performance is consistently lower.



