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Expression level dependency is variable in individual single cell networks

For each single cell network, the correlation between node degree and median expression was
calculated across every detected gene. The histogram displays the distribution of correlations across
all networks, with the red line indicating the mean value (0.18). The range is large but skew-positive,
suggesting some expression level dependency may be a data feature to beware of in single cell
RNA-seq co-expression analysis. Also notable are the extreme negative correlations, which suggest

over-correction of data.



