Table S2: Overview of the strand asymmetry and correlation with replication timing in mutational signatures.
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N1
N2
N3
N4

NCG>NCT leading

all all late slope decreased in MSI
all TCN>TTN lagging all late NA (not in MSI)
all mixed all late NA (not in MSI)
lung C>A leading all late n.s.
- - all early n.s.
MSI (n.s.) C>T leading all late slope increased in MSI
all C>T lagging all late NA (not in MSI)
all C>A leading all late n.s.
all mixed all late n.s.
POLE-MUT: leading,
all POLE-WT: lagging all late NA (not in MSI)
all T>C leading all late n.s.
all TCN>TGN lagging all late NA (not in MSI)
POLE-MUT: leading,
all POLE-WT: lagging all late n.s.
MSI (n.s.) C>T leading all late n.s.
all mixed all early NA (not in MSI)
all T>N lagging all late n.s.
all mixed all late slope increased in MSI
- - - - NA (not in MSI)
C>T leading, slope decreased
MSI C>A and T>C lagging all early (negative) in MSI
all C>T leading, T>C lagging - - n.s.
kidney (n.s.) T>A leading all late NA (not in MSI)
all C>T leading - - NA (not in MSI)
all mixed - - NA (not in MSI)
C>T leading, C>A and T>C
MSI (n.s.) lagging MSI (n.s.) early slope decreased in MSI
POLE-MUT: leading,
all POLE-WT: lagging all late NA (not in MSI)
all mixed all late NA (not in MSI)
all mixed - - NA (not in MSI)
all mixed all late slope increased in MSI
all mixed all late slope increased in MSI




