A Zeller_CRC Karlsson_T2D | B Zeller_CRC Karlsson_T2D

10979 656-01 10015, 716-01 10014 44¢-01 0914 57601
5075 075 2075 > 075
3 a 3 5
T 050 ® 050 T 050 T 050
=5 <} [ [
%025 & 025 & 025 % 025

0.00 0.00 0.00 0.00

0 1 2 3 0 1 2 3 Q 1 2 3 0 1 2 3
Microbial o diversity Microbial « diversity Viral « diversity Viral o diversity control
——Ccase
QinJ_T2D QinN_LC QinJ_T2D QinN_LC

100 14e-01 10079 72¢-04 10019 14e-01 1007 51e-01
5075 075 2075 2075
B 3 B B
T 050 © 050 T 050 T 050
[ < [< o
& 025 & 025 & 025 & 025

0.00 T T T T 0.00 T T T T 0.00 T T T T 0.00 T T T T

0 1 2 3 0 1 2 3 0 1 2 3 0 1 2 3
Microbial o diversity Microbial « diversity Viral o diversity Viral o diversity

Fig. S1. Cumulative probability of alpha diversity of known profile. Plot A uses all the
microbial abundances while Plot B only uses viral abundances. For both plots, only
known abundances are used for the calculation. Shannon index is set as the diversity
index. WMW test p-values between the cases and the controls are provided.
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Fig. S2. Cumulative probability of alpha diversity of unknown profile. Plot A uses all the
microbial abundances while Plot B only uses viral abundances. For both plots, only
unknown abundances are used for the calculation. Shannon index is set as the diversity
index. WMW test p-values between the cases and the controls are provided.
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Fig. S3. Histograms of mapping rates of each dataset. Dashed lines show the mean
mapping rate.



