Supplementary Table S3: CEGMA analysis of the final genomes
	CEGMA (core eukaryotic genes)
	Black swan
	Mute swan
	Chicken (bGalGal1)

	Complete
	219
	221
	224

	Complete and partial
	226
	228
	229

	Missing
	22
	20
	19

	Average ortho per gene
	1.27
	1.24
	1.21

	% of detected core genes that have more than one ortholog
	20.55
	19.46
	16.52



