The increases of H3K27me3, expression level downregulated in alkbh1 and ALKBH1 binding genes 

	Locus (TIGR)
	name
	alkbh1-mRNA-level
	alkbh1-H3K27me3-level
	ALKBH1 binding
	Function

	LOC_Os04g23550
	RERJ1/OsbHLH6
	Down
	Up
	Yes
	Pathogen stress (Meng et al., 2020)

	LOC_Os01g72530
	OsMSR2
	Down
	Up
	Yes
	Salt and drought stress(Xu et al., 2011)

	LOC_Os06g09310
	
	Down
	Up
	Yes
	Unknown

	LOC_Os08g07660
	OsPep3
	Down
	Up
	Yes
	Pathogen stress(Shen et al., 2022)

	LOC_Os03g20090
	OsMYB2
	Down
	Up
	Yes
	osmotic stress(Yang et al., 2012)

	LOC_Os02g41510
	OsMYB30
	Down
	Up
	Yes
	Pathogen stress(Li et al., 2020), 
cold stress(Lv et al., 2017)

	LOC_Os03g45860
	OsSAUR17
	Down
	Up
	Yes
	Unknown

	LOC_Os03g32230
	ZOS3-12
	Down
	Up
	Yes
	Pathogen stress(Li et al., 2017), 
osmotic stress(Zhang et al., 2014)

	LOC_Os02g08270
	
	Down
	Up
	Yes
	Unknown

	LOC_Os02g52210
	OsRING-1
	Down
	Up
	Yes
	Unknown

	LOC_Os02g08440
	OsWRKY71
	Down
	Up
	Yes
	Pathogen stress(Liu et al., 2007), 
cold stress(Kim et al., 2016)

	LOC_Os12g28710
	
	Down
	Up
	Yes
	Unknown

	LOC_Os06g44010
	OsWRKY28
	Down
	Up
	Yes
	Pathogen stress(Chujo et al., 2013) 

	LOC_Os09g37080
	
	Down
	Up
	Yes
	Unknown

	LOC_Os06g08460
	
	Down
	Up
	Yes
	Unknown

	LOC_Os12g05440
	OsCYP94C2b
	Down
	Up
	Yes
	Salt stress(Kurotani et al., 2015)

	LOC_Os06g33970
	OsVQ22
	Down
	Up
	Yes
	Unknown

	LOC_Os01g46800
	OsWRKY15
	Down
	Up
	Yes
	Unknown

	LOC_Os02g45780
	DHS
	Down
	Up
	Yes
	drought stress(Wang et al., 2018)

	LOC_Os02g34410
	OsPUB43
	Down
	Up
	Yes
	drought stress(Wu et al., 2022)

	LOC_Os04g39010
	
	Down
	Up
	Yes
	Unknown

	LOC_Os05g27730
	OsWRKY53
	Down
	Up
	Yes
	Pathogen stress(Xie et al., 2021)
 cold stress(Hao et al., 2022)

	LOC_Os06g06360
	OsWRKY113
	Down
	Up
	Yes
	Unknown

	LOC_Os08g34580
	OsTPS1
	Down
	Up
	Yes
	cold stress salt stress and 
drought stress(Li et al., 2011)

	LOC_Os07g12340
	OsNAC3
	Down
	Up
	Yes
	Unknown

	LOC_Os07g40000
	OsLBD38
	Down
	Up
	Yes
	Nitrogen sensitivity(Zhu et al., 2022)

	LOC_Os03g21030
	
	Down
	Up
	Yes
	Unknown

	LOC_Os04g54240
	
	Down
	Up
	Yes
	Unknown

	LOC_Os02g22160
	
	Down
	Up
	Yes
	Unknown

	LOC_Os02g48860
	
	Down
	Up
	Yes
	Unknown

	LOC_Os07g40630
	
	Down
	Up
	Yes
	Unknown

	LOC_Os03g08320
	OsJAZ11
	Down
	Up
	Yes
	Unknown

	LOC_Os07g48260
	OsWRKY47
	Down
	Up
	Yes
	drought stress(Raineri et al., 2015)

	LOC_Os07g06840
	
	Down
	Up
	Yes
	Unknown

	LOC_Os05g34830
	OsNAC52
	Down
	Up
	Yes
	drought stress(Gao et al., 2009)
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