
Additional file 12: Table S5: Subtype analysis on Crohn’s

Disease and Ulcerative Colitis

Model Crohn’s disease versus control Ulcerative colitis versus control

Ridge regression 0.833 (0.00388) 0.682 (0.00912)

NNbiosparse 0.833 (0.00747) 0.690 (0.0173)

Randomly sparsified (100% of genes connected) 0.830 (0.00571) 0.690 (0.0194)

Randomly sparsified (75% of genes connected) 0.827 (0.00316) 0.689 (0.0121)

Ensemble (100% of genes connected) 0.847 (0.00253) 0.726 (0.00726)

Ensemble (75% of genes connected) 0.845 (0.00229) 0.727 (0.00639)

*Performance given as mean (standard deviation) of 10 full runs of threefold cross-validation
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