[image: ]	Additional file 3: Fig S3. Full alignments of repeat units from MaSat arrays with the reference consensus sequence. The length of each array is given, and the X-axis is not to the scale. All subunits are arranged in the order they appear, spanning from the beginning to the end of a given array. The alignment of all ordered repeat units with the reference consensus is performed for the entire array.

[bookmark: _GoBack]
image1.emf



234 bp



234 bp



A) Homogeneous MaSat arrays



SRR11606870.3732488 - 31 kb 



Direction switch
// //



234 bp 234 bp



Type 2: Interspersed arrays



SRR11606870.824638 - 18 kb 
// //



220 bp 220 bp



Type 2: Interspersed arrays



SRR11606870.1075725 - 17 kb 



// //
234 bp



234 bp



SRR11606870.815283 - 16 kb 
// // //



B) Divergent MaSat arrays
Type 1: Continuous arrays



SRR11606870.1782898 - 16 kb 
//



250 bp



SRR11606870.2342980 - 20 kb 
Type 1: Continuous arrays



//
234 bp



234 bp



234 bp



SRR11606870.3144269 - 15 kb 
// //



234 bp



234 bp



SRR11606870.709385 - 16 kb 



// //



//



Variations from consensus MaSat motif 5’- GAAAACTGAAAA -3’
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