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Additional file 4: Fig S4. CENP-A, H3K9me3, and H3K27me3 ChIP-seq profiles on representative arrays from centromeric-pericentric and centromeric-telomeric junction arrays. The Y-axis range is set to a constant value for a given array for CENP-A, H3K9me3, and H3K27me3 tracks. The length of each array is given, and the X-axis is not to the scale.
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