Additional file 2: Table S1. Summary of BS-seq data.
[image: ]§, Bisulfite conversion rate was calculated by subtracting chloroplast DNA methylation ratio.
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Cell type Background Replicate | o rions)  reads(Millions) co:.::-;ion Coverage COVeragedepth
Meiocyte ZH11 1 28.85 17.85 0.981 77.88% 10.05
Meiocyte ZH11 2 40.12 27.84 0.9875 83.74% 13.98

Unicellular microspores ZH11 1 21.29 14.45 0.9868 75.20% 7.42

Unicellular microspores ZH11 2 20.53 13.63 0.9857 74.54% 7.15

Sperm ZH11 1 44.01 26.31 0.9898 77.18% 156.33
Sperm ZH11 2 50.91 28.45 0.9888 78.97% 17.42
Egg ZH11 1 34.37 17.26 0.9879 78.43% 11.97
Egg ZH11 2 40.87 19.62 0.9901 80.86% 14.24
Zygote ZH11 1 4561 27.34 0.9834 83.20% 15.89
Zygote ZH11 2 59.24 32.88 0.983 85.79% 20.64
Seedling ZH11 1 46.75 36.72 0.9855 86.49% 16.29
Seedling ZH11 2 44.78 34.81 0.9912 86.28% 15.60
Meiocyte cmt3b 1 12.80 8.80 0.9868 71.37% 4.46
Meiocyte cmt3b 2 15.19 9.81 0.9878 73.58% 529
Unicellular microspores ~ cmt3b 1 31.02 20.72 0.9891 84.95% 10.81
Unicellular microspores ~ cmt3b 2 51.78 3147 0.9991 89.08% 18.04
Sperm cmt3b 1 20.15 14.53 0.9856 69.16% 7.02
Sperm cmt3b 2 23.64 16.34 0.9815 71.88% 8.23
Egg cmt3b 1 44.86 26.72 0.9923 84.23% 15.63
Egg cmt3b 2 48.95 28.30 0.9935 84.82% 17.06
Zygote cmt3b 1 53.14 25.88 0.9867 84.35% 18.52
Zygote cmt3b 2 44.34 23.60 0.9957 83.91% 15.45
Meiocyte cmt3a 1 32.75 22.06 0.9964 85.22% 11.41
Meiocyte cmt3a 2 36.74 24.18 0.9878 86.28% 12.80
Sperm cmt3a 1 73.10 40.48 0.9836 89.79% 25.47
Sperm cmt3a 2 49.41 29.15 0.9858 87.37% 17.22
Egg cmt3a 1 29.69 16.47 0.9876 72.93% 10.34
Egg cmt3a 2 26.84 14.99 0.9869 70.97% 9.35
Meiocyte Jjmj706/707 1 31.08 19.22 0.9844 80.96% 10.83
Meiocyte Jjmj706/707 2 34.42 20.8 0.9789 81.39% 11.99
Sperm Jjmj706/707 1 32.38 21.28 0.9911 72.21% 11.28
Sperm jmj706/707 2 38.49 24.36 0.9889 73.61% 13.41





