
File S1. Comparison of different TE enrichment methods.
	Method
	Adapter attachment
	Sequencing technology
	Reported input material
	Reported sensitivity (sequencing 30M reads)
	Population studies?
	Multiple TE families?
	Per sample cost
	Methylation information?
	Reference

	TEd-seq
	ligation
	Short or Long reads
	1 µg
	Up to 1/6400 dilution (SR1) up to 1/3000 (LR12)  
	Yes
	at least 3 TE families
	12 EUR
	No
	This work

	INSERT‑seq
	ligation
	Short or Long reads
	5 μg
	Up to 1/375 dilution 
	Yes
	Unknown
	Unknown
	No
	[14]

	esTag-PCR
	tagmentation
	Short reads
	100 ng
	Up to 1/100 dilution 
	Unknown
	Unknown
	Unknown
	No
	[10]


	Gohl et al.
	ligation
	Short reads
	200 ng
	Up to 1/60 dilution 
	Unknown
	Unknown
	Unknown
	No
	[8]

	TE sequence capture
	ligation
	Short reads
	1 µg
	Up to 1/60 dilution 
	Yes
	167 TE families
	100 EUR
	No
	[18] 

	TIS-seq
	ligation
	Short reads
	1 µg
	Up to 1/4 dilution 
	Unknown
	Unknown
	Unknown
	No
	[11]

	LoRTIS
	tagmentation
	Long reads
	1 µg
	at least 1/4 dilution 
	Unknown
	Unknown
	114 EUR
	No
	[35]

	TIPseq
	ligation
	Short reads
	3.3 μg
	Up to 1/2 dilution 
	Unknown
	Unknown
	Unknown
	No
	[21]

	Bs-ATLAS-seq
	ligation
	Short reads
	2 μg
	Unknown
	Unknown
	Unknown
	Unknown
	Yes
	[36]

	TagMap
	tagmentation
	Short reads
	20 ng
	Unknown
	Unknown
	Unknown
	Unknown
	No
	[9]

	ATLAS-seq
	ligation
	Short reads
	1 µg
	Unknown
	Unknown
	Unknown
	Unknown
	No
	[23]

	Splinkerette-seq
	ligation
	Short reads
	500 ng
	Unknown
	Unknown
	Unknown
	Unknown
	No
	[22]


* SR: Illumina short-read sequencing
**LR: ONT long-read sequencing

