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- Four samples in parallel
-4 x 6.5 mm x 6.5 mm FOV
- Cytassist as an option

- One sample (or more)
-2 x 2 cm (or larger)

- ROl freely selectable
- Regular slides
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- Eight samples in parallel
-8x1cmx1cmFOV

- 6 mm2 ROl/sample

- Blind ROI selection

- Tissue remains intact

- One or more samples per slide
-1.26 x 1.54 cm FOV

- 100 mmz2 ROl freely selectable
- Slide is round

- Difficult for multiple samples

- Multiple samples/slide
- Two slides per run
-24x1.2cmFOV

- ROl freely selectable
- Tissue remains intact
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Fig. S1. Workflow features of different ST methods
(a) Slide format and features. (b) Scheme of data analysis workflow used in the present study.
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