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Fig. S1 -  F1-score performance across technologies and genomic contexts 
 
F1 scores were compared across all sequencing technologies, SRS (ILMN and MGI), LRS: 
(PacBio Revio, PacBio Sequel, ONT R10, and ONT R9), and synthetic long reads (10X 
Genomics). Results were stratified by GA4GH genome stratification contexts for the CMRG 
validation set and are presented for: 
a) combined SNPs and indels, b) SNPs only, and c) indels only. 
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