Additional file 2
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AKRTLTPLSVAFMDIRKAFDSVGHASIQRALEWAGVPGRVRRVIEELYTDCYTEVGGGRIRVNRGVKQGDPLSSFLFNIVLEMALSRVPPGLGINYLGHQLFYMAFADDMILLARNA
HVLQRIVDMVSSELGLAGLEFNHAKCKVLSLVTDPRNKASMIDTDVEIAVNGDRIPPLGVLDTYRYLGIDVGVKGVPKFEPQKELKDLLQRLTKAPLKPHQRLYALRVHTMPRFQHK
LIFSKVTRNALSQMDSLVRKHVREWLKLPDDVTKAALYADVGSGGLGLICLERRVPLLKYSRIERLRDSDDELVRLLIDQEQVNKRVMQWKDRCKMSGKTYRSKEELRDLYRTQLNS
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Figure S2: (Top) Translated R2 ORF from B. forskalii. (Bottom) Multiple sequence alignment of all
Ctenophora (Bolinopsis microptera, Pleurobrachia bachei, Mnemiopsis leidyi (recurated from Kojima et al.
2016) and Beroe forskalii.) R2 N-terminal ZnFs. CXXC residues in the ZnFs are highlighted in green.





