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Figure S4.1: Topology only (branch length ignored) phylogenetic tree of all site-specific R2s with a protein 
coding region rooted with human L1 (MFP model finder, 1000 bootstraps, support values under 70 shown). 
Coloured circles indicate the number of N-terminal zinc fingers. R2s without a coloured circle indicate the 
element has a partial ORF.  
 
 
 
 
 
 
 
 
 



 
 
 

 
Figure S4.2: Phylogenetic tree of site-specific and site-non-specific R2-homologous RT domains rooted 
with human L1 (MFP model finder, 1000 bootstraps, support values below 70 are shown). Coloured circles 
indicate the number of N-terminal zinc fingers.  
 



 

 
Figure S4.3: Phylogenetic tree of site-specific and site-non-specific R2-homologous trimmed ORFs (>900 
amino acids) rooted with human L1 (MFP model finder, 2000 bootstraps, all nodes supported with support 
values over 90). Coloured circles indicate the number of N-terminal zinc fingers.  




