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Fig S1. Representative mass spectra of the synthetic peptides (AGIAAK and SFSDFLR with N-terminal acetylation) chemically
modified with TMTpro

50 ng of each peptide was subjected to TMT labeling reaction and analyzed by nanoLC-MS/MS. M-Met-loss+Acetyl-TMTpro: TMTpro-
labeled acetyl group after removal of N-terminal methionine; M-Met-loss-TMTpro: TMTpro after removal of N-terminal methionine.
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