
Fig. S1. Protein–protein interaction network generated from the complete set of 115 genes showing reduced transcriptional induction during early differentiation in 
mutant cells (STRING PPI enrichment p = 0.00505). The network was generated using STRING v12.0 (https://string-db.org/)
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Fig. S2. Protein–protein interaction network generated from the complete set of 140 putative candidate transcription factors and chromatin regulators identified in 
the analysis. The network was generated using STRING v12.0 (https://string-db.org/).
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