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Additional file 1: Fig. S1. The NAD+:NADH ratio initially spikes and then gradually 
decreases during heat shock. The NAD+:NADH ratio was monitored across a 120 min heat 
shock (25°C to 37°C) via a luminescence assay.  
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Additional file 1: Fig. 2. Motif analysis of clusters with increasing acetylation. Motif 
analysis of Clusters 1-3 from Figure 5A was performed using MoMo. 
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Additional file 1: Fig. S3. Motif analysis of clusters with decreasing acetylation. Motif 
analysis of Clusters 4-8 from Figure 5A was performed using MoMo. 
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Additional file 1: Fig. S4. Tap co-immunoprecipitations of KAT and KDAC enzymes and 
interacting proteins. Identified KAT and KDAC enzymes and interacting proteins were co-
immunoprecipitated and visualized with blue-silver staining. One interacting protein changed in 
abundance for the Hpa3 co-immunoprecipitation (red arrow), but could not be identified. No 
changes were observed for the other KATs and KDACs shown in the figure.  
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Additional file 1: Fig. S5. Fluorescence microscopy of KATs and KDACs. Strains carrying 
the depicted KAT or KDAC-GFP fusions were visualized at 37°C for 2 hours to determine 
possible changes in localization. None of the depicted proteins show changes in localization. 
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Additional file 1: Fig. S6. Growth phenotypes of KAT and KDAC mutants or their 
suspected dynamic interaction partners during heat shock. Growth assays were performed 
at 40°C comparing wild-type cells with the depicted mutants. The sir2∆ mutant was a MATa 
haploid, and was compared to haploid BY4741. All other mutants were homozygous diploids 
and were compared to the diploid BY4743. Error bars denote the standard error of 3 biological 
replicates. 
 


