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We computed mean lengths of HHPs and ORFans for every annotated genome and analyzed distribution of differences of lengths between HPPs and ORFans. The mean of this distribution is equal to 138 amino acids, median is 141 amino acids, mode is 141 amino acids, and standard deviation is 51 amino acids. We performed Shapiro-Wilk test of normality, resulting in the test statistic W = 0.8836, p-value < 2.2×10-16, therefore indicating that the distribution is not normal. Q-Q plot (Supp. Figure 1) also supports this result. 
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Supp. Figure 1: Q-Q plot for the differences of length between HHPs and ORFans
[bookmark: _GoBack]Next, we used an approach by Sahu and Cheng [1, 2] to investigate whether this distribution can be modeled as a mixture of two normal distributions. Weighted Kullback-Leibler distance between 2-component and 1-compoment model was found to be equal 0.18, which is not sufficiently large to describe the distribution as the mixture of two normal distributions.
For the selected genera discussed in this paper (Table 1), we constructed a taxonomic tree (Supp. Figure 2) using the “class2tree()” function from the R package “taxize”.[3]
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[bookmark: _Ref436650207]Supp. Figure 2: Taxonomic tree for the species from Table 1
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