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[bookmark: OLE_LINK6][bookmark: OLE_LINK5][bookmark: OLE_LINK24][bookmark: OLE_LINK25][bookmark: _GoBack]Figure S1. Survival analysis for 353 patients with only gene expression data. The DGscore is calculated based on the four common drivers, i.e., ERCC6, HECTD2, KIAA1279, EMX2.
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