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Figure S1. High DTX2 expression was associated with adverse clinical features associated with glioma. (A) DTX2 was highly expressed in glioma patients aged >60 years. (B) DTX2 expression was highest in WHO G4 and lowest in G2. (C) In the co-del group in the 1p/19q co-deletion, DTX2 is lowly expressed. (D) DTX2 expression was lower in IDH status mutants. (E) DTX2 levels were highest during lesion progression and lower during complete and partial disease remission. (F) Among the different pathological subtypes of glioma, the highest DTX2 levels were found in glioblastoma, followed by astrocytoma. (G-L) ROC diagnostic curves to investigate the diagnostic efficacy of DTX2 in clinical features associated with glioma patients, including age, WHO grade, IDH status, 1p/19q codeletion, primary therapy outcome and histological subtype. (M) Single-gene logistic regression models further assessed the effect of DTX2 on the analysis of clinical variables and showed that DTX2 had a relatively significant effect on the analysis of all clinical indicators of glioma. Remark: PD, Progressive disease; SD, Stable disease; PR, Partial response; CR, Complete response; O, Oligoastrocytoma; A, Astrocytoma; OA, Oligodendroglioma; GBM, Glioblastoma.
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Figure S2. Analysis of the survival value of DTX2 in glioma. (A) Construction of a prognostic nomogram for glioma survival. The higher the score, the lower the patient's survival rate is likely to be. (B) The calibration curves indicated that the prognostic model had more accurate predictive performance at 1,3,5 years.
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Figure S3. The effect of DTX2knock down on cell cycle and cell apoptosis in glioma. (A) Cell cycle was determined in glioma cells after DTX2 knockdown in U87 and U51 cells using flow cytometry. (**P < 0.01). (B) Cell apoptosis was determined in glioma cells after DTX2 knockdown or overexpression using flow cytometry. (***P < 0.001). (C) The expression of apoptosis (c-caspase 3 and t-caspase3) and cell cycle protein (p21) in glioma cells after DTX2 knockdown and overexpression was investigated by western blotting. (**P < 0.01)




image1.tiff
w)

£ By £

s g S

5o 5o &

Bé Bé Eé

gé 28 se Non-codel
85 85 5 Codel
28 28 g8

o o -

2 2 2

£ £ £

Non-codel ~ Codel
1p/19q codeletion

£

o o

£ £ g

g g o=

G 6. 5%

5% 5% =] [ Olgodendroglioma
= g2 1 : Oligoastrocytoma
P& 28 < Astrocytoma
i< §% Lo Glioblastoma
89 58 33

g3 33 ° 3

& 2 £

£ £

o, e
000™ ettt
™ s or ongese™ oigoss T AT et
IDH status Primary therapy outcome Histological type
Age: > 60 vs <= 60 H WHO grade: G4 vs G2&.G3 | 1p/19q codeletion: Codel vs Non-codel
10 o
Z h 7z
- .
_ _osd L o L
£ £ 06 06
z e v = .
] H . H P
H 2 oo Z 2o c
3 dadf .7 one 3., P onel
. AU o8t AU 0806|
ol cromsom 00 ——comzoms
00 02 04 06 08 10 00 02 04 06 o8 10 00 02 04 06 08 10
1-Specifcity (FPR) 1-Specifcity (FPR) 1-Specifcty (FPR)
IDH status: Mut vs WT K Histological type: GBM vs OA & O & A L Primary therapy outcome: PD&SD vs CR&PR
0 , 10
Z = 10
. .
L7 _os L y
- £ -
o £ . 7
. % o4 . 2
-7 one| @ -7 one| . bgiew
. 02 .
. Auc: 0e73| . AU 0845, CUSEEED
o lb” o1 osas-0001 | 54 ct 0813-0876, Cl: 0498-0602
00 02 04 o6 08 10 00 02 04 06 08 10 00 02 04 06 08 10
1-Specifciy (FPR) 1-Specifcity (FPR) 1-Specificity (FPR)
Characteristics Total (N) OR (95% CI) P value
[
Age (> 60 vs. <= 60) 699 3.508 (2.335 - 5.270) | <0.001
'
WHO grade (G4 vs. G28G3) 637  15338(8.979-26.199) |  b—s— <0.001
'
IDH status (Mut vs. WT) 689 0063 0.041-0096) 8! <0.001
|
1p/19q codeletion (Codel vs. Non-codel) 692 0,090 (0.056-0.146) B <0.001
|
Histological type (Glioblastoma vs. Oligoastrocytoma&OligodendrogliomagAstrocytoma) 699 14819 (8711-25208) |  b—s— <0.001

EIE:)





image2.tiff
0 20 40 60 80 100
Points P T AT AP YT
> 60
Age
<=60
G3
WHO grade r L 1
G2 G4
WT
IDH status 71T
Mut
Non-codel
1p/19q codeletion
Codel
High
DTX2 I—P
Low
Total Points e T
O 40 80 120 160 200 240 280
Linear Predictor r T T T T T T T T 1
-2 -1 0 1 2
1-year Survival Probability
09 08 070605
3-year Survival Probability —
038 06 04 02

5-year Survival Probability —————————
08 06 04 02

Observed fraction survival probability

o
!

o
3
N

o
EY
L

o
=
L

o
¥
h

o
o
L

— 1-year

— 3-year

— 5-year
Ideal line

T T T T T T
0.0 0.2 0.4 0.6 0.8 1.0
Nomogram predicted survival probability





image3.tiff
shCtrl shDTX2#1 shDTX2#2
~ o 1
o] ER Eunv
=}
° 200 400 ° 200 400 ° 200 400
rea e Pen 0t s <0
5. .
o 5
=g H
© 500 © 500 ° 500
e oo ren <i0h " <0
shCtrl shDTX2#1 shDTX2#2
® Q3-UL(0.23%) Q3-UR(B. 14%)| ® [Q3-UL2.15%) Q3-UR(9.28%)| ® Q3-UL(0. 17%) Q3-UR{10.10%)|
~ : P 7.
© I* B i b
@3 i v p
7 . & .
 Jasieeaon asinam| o Josilisew asiseroe| o Josioiie asisreon
T 08 10¢ 10° 107 107 "0 10 10° 10° 107 "o 10¢ 108 10° 107
F1eA e i
2 ez oo cumom)|  © Jazuoa Gmeen)|  Saulowe e Tow|
v . : o : P
e g <& : P o
N F : b g 5 .
e EE B
. | Q2-LL(54 24%) Q2-LR(1.23%)| . Q2LLB8T1%) - Q2-LR(2 26%) . |02-LL(88 68%) Q2-LR(2 21
ER IS St S St S e S S M S i Sy e
FreA e
us7 U251
— o - o
H I+ 3+ 3+
N N N N
- X X = X X
E £ k£ E £ B
o o o O o o
£ £ =< £ £ =
n n o n 2] [z
C-Caspase3 - | | -— e
T-Caspase3 [ = s s ———
Bcl-2 | -— —
A — W g
p-21
GAPDH | - S == -— e e

Apoptosis (%)

Percentage (%)

Percentage (%)

us7

mmm shCtrl
mm shDTX2#1
= shDTX2#2

G0/G1 s G2M

U251

= shCtrl
= shDTX2#1

mm  shDTX2#2

60
40
20

0

ik

G0/G1 s G2M

us7

Fr—

;\;10
8
g5
Q
g
< 0

QN

S X

S

S




