A Cluster WGCNA

Cc

Carbon metabolism
Fatty acid degradation
Valine, leucine and
isoleucine degradation
Tryptophan metabolism

Arginine and proline
metabolism

Glycine, serine and
threonine metabolism

Beta-alanine metabolism
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Disease WGCNA

qvalue
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B

qvalue Small molecule catabolic process
Organic acid catabolic process

1e-05 Carbxylic acid catabolic process
2e-05 Amino acid metabolic process
3e-05 Fatty acid metabolic process
4e-05 Alpha-amino acid metabolic process
Monocarboxylic acid catabolic process

Count Amino acid catabolic process
020 Fatty acid catabolic process
8 ég Alpha—amino acid catabolic process|

Mitochondrial matrix

Apical part of cell

Apical plasma membrane
Peroxisome

Microbody

Peroxisomal matrix

Microbody lumen

Cluster of actin-based cell projections
Brush border

Microvillus membrane

Lyase activity

Oxidoreductase activity, acting on CH-OH group of donors

Electron transfer activity

Oxidoreductase activity, acting on the CH-OH group of donors, NAD or NADP as acceptor-
Flavin adenine dinucleotide binding

NAD binding

Hydro-lyase activity

Carbon-oxygen lyase activity

Oxidoreductase activity, acting on the aldehyde or oxo group of donors
Oxidoreductase activity, acting on the aldehyde or oxo group

of donors, NAD or NADP as acceptor
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