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	[bookmark: _Hlk211336755]Primer Names
	[bookmark: OLE_LINK236]Sequences (5’-3’)

	[bookmark: OLE_LINK233]METTL1 Forward
	CGCCTGTCTCCGTAGCAAT

	[bookmark: OLE_LINK234]METTL1 Reverse
	GGACTGATGATTCGCCACTTG

	MACC1 Forward
	CATTTTCGGTCAGGAAGAATTGC

	MACC1 Reverse
	TGGAAGCATTATTACCACGAAGG

	SDCCAG8 Forward
	CTGAAAGAAGGCGATGTCACT

	SDCCAG8 Reverse
	CTCTGTTGTAATTCGGGCCAG

	[bookmark: OLE_LINK4]HOOK1 Forward
	CAGACATTCAATACTGCCTCACC

	[bookmark: OLE_LINK8]HOOK1 Reverse
	CCCCAACATCCTCTTTAATTCGG

	[bookmark: OLE_LINK5]ACTB Forward
	CCTGGCACCCAGCACAATG

	ACTB Reverse
	GGGCCGGACTCGTCATACT



[bookmark: OLE_LINK2][bookmark: OLE_LINK3]Cloning primer sequences
	Primer Names
	[bookmark: OLE_LINK1]Sequences (5’-3’) 

	METTL1-MUT Forward
	CACTTATTCTGGGTCTGGcGgcCgcGGTGAAGGTCTCAGACTATG

	METTL1-MUT Reverse
	CATAGTCTGAGACCTTCACCgcGgcCgCCAGACCCAGAATAAGTG



MeRIP qPCR primer sequences
	[bookmark: _Hlk211336735]Primer Names
	Sequences (5’-3’) 

	MeRIP-MACC1 Forward
	GCTTCAGTGCTTTGTGGGAT

	MeRIP-MACC1 Reverse 
	GGGTGGGTCAGGGAAATTTG

	MeRIP-SDCCAG8 Forward 
	TGGAGGAAATTCAAAGCCAGC

	MeRIP-SDCCAG8 Reverse 
	TGCTCCTGTTCCAAGTGTTG

	MeRIP-HOOK1 Forward
	AGCCGAATTAAAGAGGATGTTGG

	MeRIP-HOOK1 Reverse 
	TCTTTTCACAGTTGATCGCACA



siRNA sequences
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	Sequences (5’-3’) 

	siMETTL1
	GAGCUAUACCCAGAGUUCUTT

	siMACC1
	CCUUCGUGGUAAUAAUGCUUCCAAA

	siSDCCAG8
	GCCAUGCUGUUAAUCAGCUCAAAGA                                                                                                                                                                                                                                                                                                                                





