Table S1 the sequences of primers or siRNA 
	Primer name
	[bookmark: OLE_LINK78][bookmark: OLE_LINK79]Forward (5’-3’) 
	Reverse (5’-3’) 

	H-ANKRD49
	TGGACACCTTATTCCTACTGG
	AGTCTCCGCACTGTGGTAA

	H-CD274 (PD-L1)
	TGGCATTTGCTGAACGCATTT
	TGCAGCCAGGTCTAATTGTTTT

	H-MEF2A
	ACTACAGACCTCACAGTGCCA
	GCCTAAGCTATTTGCACCAGT 

	H-PD-L2
	ATTGCAGCTTCACCAGATAGC
	AAAGTTGCATTCCAGGGTCAC

	H-CD39
	AGGTGCCTATGGCTGGATTAC 
	CCAAAGCTCCAAAGGTTTCCT

	H-CD155
	GGCAACTACACCTGCCTGTT
	AATCACCTGGCACTCAGACC

	H-CD47
	AGAAGGTGAAACGATCATCGAGC  
	CTCATCCATACCACCGGATCT

	H-CD24
	CTCCTACCCACGCAGATTTATTC 
	AGAGTGAGACCACGAAGAGAC

	H-CD73
	AAGGACTGATCGAGCCACTC 
	GGAAGTGTATCCAACGATTCCCA

	H-CD112
	GGATGTGCGAGTTCAAGTGCT
	TGGGACCCATCTTAGGGTGG

	H-TSPO
	CCTGCTCTACCCCTACCTGG 
	GCCATACGCAGTAGTTGAGTG

	H-DKK1
	CCTTGAACTCGGTTCTCAATTCC 
	CAATGGTCTGGTACTTATTCCCG

	H-MHC-I
	GACCAGGAGACACGGAATGTG 
	CCTCGTTCAAGGCGATGTAATC

	H-GD2
	CAGAAACAAGTCCGAGCTATTGA 
	GAGGGGCTGAACTTCCACAC

	H-β-actin
	CTGGCACCACACCTTCTACA
	AGCACAGCCTGGATAGCAAC

	H-GAPDH
	ACAACTTTGGTATCGTGGAAGG   
	GCCATCACGCCACAGTTTC

	M-ANKRD49
	ACACCTGATTCCCACTGG  
	GCACTGTAGCAAGCCGAT

	[bookmark: OLE_LINK44][bookmark: OLE_LINK51]M-β-actin
	CACGATGGAGGGGCCGGACTCATC
	TAAAGACCTCTATGCCAACACAGT

	ChIP for MEF2A (-1122 ~ -1113)
	TCGGGATGGGAAGTTCTT
	TGTGTGTGTGTGTATGGGTGT

	ChIP for MEF2A (-568 ~ -559)
	GGCAGTGTCAGCCTCAATAA
	GCCCAAGATGACAGACGAT

	H-ANKRD49 for p3×Flag-CMV-14
	[bookmark: OLE_LINK17]GGGGTACCGCCACCATGGAAAAAGAAAAAGGAAATGATG
	CGGGATCCAGACTGAGGTGAAGAATTTGTACAG

	H-ANKRD49-N-terminal for p3×Flag- CMV-14
	GGGGTACCGCCACCATGCTTCTTTGGGCTGCTGAAAAAAAT
	CGGGATCCGTTGTTTTTCAGCCCTGGTTTGAC

	H-ANKRD49-△Domain 1 for p3×Flag- CMV-14
	[bookmark: OLE_LINK18]Step 1 primer: GGGGTACCGCCACCATGGAAAAAGAAAAAGGAAATGATG
[bookmark: OLE_LINK15][bookmark: OLE_LINK16]Step 2 primer:
	
TGAAGAGGGGTATACTCATCCAATCTGCTTGGGTCTTTTTCCAT

	
	AAAAAGACCCAAGCAGATTGGATGAGTATACCCCTCTTCATCGA
	CGGGATCCAGACTGAGGTGAAGAATTTGTACAG

	
	Step 3 primer:
	

	
	GGGGTACCGCCACCATGGAAAAAGAAAAAGGAAATGATG
	CGGGATCCAGACTGAGGTGAAGAATTTGTACAG

	
	[bookmark: OLE_LINK21][bookmark: OLE_LINK22]Step 1 primer: 
	

	H-ANKRD49-△Domain 2 for p3×Flag- CMV-14
	GGGGTACCGCCACCATGGAAAAAGAAAAAGGAAATGATG
[bookmark: OLE_LINK19][bookmark: OLE_LINK20][bookmark: OLE_LINK23]Step 2 primer:
	TGCAGGGGCGTCCAGCCATCTTCATCCCTAGTGTTCACGTGAGT

	
	ACGTGAACACTAGGGATGAAGATGGCTGGACGCCCCTGCA
	CGGGATCCAGACTGAGGTGAAGAATTTGTACAG

	[bookmark: _Hlk222902311]
	Step 3 primer:
	

	
	GGGGTACCGCCACCATGGAAAAAGAAAAAGGAAATGATG	
	CGGGATCCAGACTGAGGTGAAGAATTTGTACAG

	[bookmark: _Hlk222902629]H-ANKRD49-△Domain 3 for p3×Flag- CMV-14
	Step 1 primer:
	

	
	GGGGTACCGCCACCATGGAAAAAGAAAAAGGAAATGATG
Step 2 primer:
	TGCAAGGGGGTCAAGAGGCCCACAGTCACTGCATGAACATCGGC

	
	ATGTTCATGCAGTGACTGTGGGCCTCTTGACCCCCTTGCATCTT
	CGGGATCCAGACTGAGGTGAAGAATTTGTACAG

	[bookmark: _Hlk222902733]
	Step 3 primer:
	

	
	GGGGTACCGCCACCATGGAAAAAGAAAAAGGAAATGATG	
	[bookmark: OLE_LINK28]CGGGATCCAGACTGAGGTGAAGAATTTGTACAG

	H-ANKRD49-△Domain 4 for p3×Flag- CMV-14
	Step 1 primer:
	

	
	GGGGTACCGCCACCATGGAAAAAGAAAAAGGAAATGATG
Step 2 primer:
	TCAAATGCAGTTTCTTCCAATTTTGTTTGGGCATTGATATCTGC

	
	ATATCAATGCCCAAACAAAATTGGAAGAAACTGCATTTGATATTGC
	CGGGATCCAGACTGAGGTGAAGAATTTGTACAG

	
	Step 3 primer:
	

	
	GGGGTACCGCCACCATGGAAAAAGAAAAAGGAAATGATG	
	CGGGATCCAGACTGAGGTGAAGAATTTGTACAG

	H-ANKRD49-Domain 2 for p3×Flag- CMV-14
	GGGGTACCGCCACCATGGATGAGTATACCCCTCTTCATC
	CGGGATCCCACAGTCACTGCATGAACATC

	[bookmark: _Hlk222904161]PD-L1-promoter for pGL3-basic
	GGGGTACCTTCAATCTCCGGGTAGTTGATCA
	[bookmark: OLE_LINK32]CCGCTCGAGGTCAGTCCAGTTTTCTTGTAAATG

	[bookmark: OLE_LINK62][bookmark: OLE_LINK63]PD-L1-promoter-Mut 1
for pGL3-basic 

   
	[bookmark: OLE_LINK12][bookmark: OLE_LINK64][bookmark: OLE_LINK65]Step 1 primer: GGGGTACCTTCAATCTCCGGGTAGTTGATCA
[bookmark: OLE_LINK57][bookmark: OLE_LINK58]Step 2 primer:
CAGCCTCAATAATTTCCCAGAAATCTGTGATACAATCAGAATGTG
[bookmark: OLE_LINK68][bookmark: OLE_LINK69]Step 3 primer:
[bookmark: OLE_LINK39]GGGGTACCTTCAATCTCCGGGTAGTTGATCA
	
AAATCTGTGATACAATCAGACTGGGAAATTATTGAGGCTGAC
CCGCTCGAGGTCAGTCCAGTTTTCTTGTAAATG



CCGCTCGAGGTCAGTCCAGTTTTCTTGTAAATG


	PD-L1-promoter-Mut 2
for pGL3-basic
	Step 1 primer: GGGGTACCTTCAATCTCCGGGTAGTTGATCA
Step 2 primer: GAAGTCACAGAATCCACGATATTTCCTATTATACACCCATACACA
Step 3 primer:
GGGGTACCTTCAATCTCCGGGTAGTTGATCA
	
GTGTGTGTGTGTGTATGGGTATCGTGGATTCTGTGACTTCCT

CCGCTCGAGGTCAGTCCAGTTTTCTTGTAAATG


CCGCTCGAGGTCAGTCCAGTTTTCTTGTAAATG

	ANKRD49 for pDsRed2-N1
	GGGGTACCGCCACCATGGAAAAAGAAAAAGGAAA TGATG
	CGGGATCCCGAGACTGAGGTGAAGAATTTGTACA

	MEF2A for pCDNA3.1-3×Myc
	GGGGTACCGCCACCATGGGGCGGAAGAAAATACAAATC
	GCGAATTCCCCAATATGGTGTATACAGCCTCCC

	MEF2A for pEGFP-N1
	GCGAATTCGCCACCATGGGGCGGAAGAAAATACAAATC
	GGGGTACCCCGGTCACCCACGCGTCCATCC

	MEF2A siRNA 1 (5’-3’)
	GGAUAUUGUUGAGACUUUATT
	

	MEF2A siRNA 2 (5’-3’)
	GAGGAUCAGUAGUUCUCAATT
	

	MEF2A siRNA 3 (5’-3’)
	GGACUUGUGUACUCAGCAATT
	

	siRNA negative control (5’-3’)
	CATCACGTACGCGGAATAC
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