Table S1: GO molecular function (MF) terms and their significantly enriched genes
	ID
	Description
	pvalue
	geneID

	GO:0032452
	histone demethylase activity
	0.000158374
	KDM6B/KDM5A/JMJD1C

	GO:0140457
	protein demethylase activity
	0.000158374
	KDM6B/KDM5A/JMJD1C

	GO:0042162
	telomeric DNA binding
	0.00030387
	UPF2/TERF2/SMG1

	GO:0051213
	dioxygenase activity
	0.000354938
	KDM6B/KDM5A/JMJD1C/HIF1AN

	GO:0032451
	demethylase activity
	0.000385917
	KDM6B/KDM5A/JMJD1C

	GO:0030674
	protein-macromolecule adaptor activity
	0.000728446
	SH2B3/PTPN11/DVL2/APH1A/FRMD4A/APPBP2

	GO:0016706
	2-oxoglutarate-dependent dioxygenase activity
	0.001007318
	KDM6B/KDM5A/HIF1AN

	GO:0005523
	tropomyosin binding
	0.001521813
	NEBL/TMOD2

	GO:0003712
	transcription coregulator activity
	0.001989645
	SIN3A/EID1/ZMIZ1/KDM5A/ZMYND11/THRAP3/JMJD1C

	GO:0060090
	molecular adaptor activity
	0.002245819
	SH2B3/PTPN11/DVL2/APH1A/FRMD4A/APPBP2

	GO:0003725
	double-stranded RNA binding
	0.002499398
	AGO1/VIM/AGO4

	GO:0061629
	RNA polymerase II-specific DNA-binding transcription factor binding
	0.004687275
	SIN3A/THRAP3/JMJD1C/HIF1A/HIF1AN

	GO:0046966
	thyroid hormone receptor binding
	0.005338046
	THRAP3/JMJD1C

	GO:0035198
	miRNA binding
	0.006819987
	AGO1/AGO4

	GO:0004843
	thiol-dependent deubiquitinase
	0.008161869
	DESI2/USP47/ZRANB1

	GO:0101005
	deubiquitinase activity
	0.008360885
	DESI2/USP47/ZRANB1

	GO:0019783
	ubiquitin-like protein-specific protease activity
	0.010739579
	DESI2/USP47/ZRANB1

	GO:0008242
	omega peptidase activity
	0.010973255
	DESI2/USP47/ZRANB1

	GO:0061980
	regulatory RNA binding
	0.012234033
	AGO1/AGO4

	GO:0030159
	signaling receptor complex adaptor activity
	0.01434532
	SH2B3/PTPN11

	GO:0140297
	DNA-binding transcription factor binding
	0.014425397
	SIN3A/THRAP3/JMJD1C/HIF1A/HIF1AN

	GO:0003713
	transcription coactivator activity
	0.015372168
	SIN3A/ZMIZ1/KDM5A/THRAP3

	GO:0016922
	nuclear receptor binding
	0.015686973
	THRAP3/JMJD1C/HIF1A

	GO:0030374
	nuclear receptor coactivator activity
	0.017783624
	ZMIZ1/THRAP3

	GO:0140030
	modification-dependent protein binding
	0.020697757
	KDM5A/ZMYND11/ZRANB1

	GO:0002039
	p53 binding
	0.024200498
	ZNF385A/HIF1A

	GO:0016705
	oxidoreductase activity, acting on paired donors, with incorporation or reduction of molecular oxygen
	0.024226439
	KDM6B/KDM5A/HIF1AN

	GO:0035064
	methylated histone binding
	0.029172046
	KDM5A/ZMYND11

	GO:0140034
	methylation-dependent protein binding
	0.029172046
	KDM5A/ZMYND11

	GO:0003714
	transcription corepressor activity
	0.030926718
	SIN3A/EID1/ZMYND11

	GO:0008234
	cysteine-type peptidase activity
	0.03220045
	DESI2/USP47/ZRANB1

	GO:0030971
	receptor tyrosine kinase binding
	0.032950764
	SH2B3/PTPN11

	GO:0046332
	SMAD binding
	0.033728452
	FERMT2/ZMIZ1

	GO:0035591
	signaling adaptor activity
	0.03530528
	SH2B3/PTPN11

	GO:0004726
	non-membrane spanning protein tyrosine phosphatase activity
	0.035892178
	PTPN11

	GO:0008330
	protein tyrosine/threonine phosphatase activity
	0.035892178
	DUSP16

	GO:0034511
	U3 snoRNA binding
	0.035892178
	TSR1

	GO:0034713
	type I transforming growth factor beta receptor binding
	0.035892178
	FERMT2

	GO:0098505
	G-rich strand telomeric DNA binding
	0.035892178
	TERF2

	GO:0005536
	glucose binding
	0.03941082
	HK1

	GO:0031996
	thioesterase binding
	0.03941082
	ADRA2A

	GO:0043560
	insulin receptor substrate binding
	0.03941082
	PTPN11

	GO:0003727
	single-stranded RNA binding
	0.040203033
	AGO1/AGO4

	GO:0051219
	phosphoprotein binding
	0.041043094
	PTPN11/THRAP3

	GO:0003964
	RNA-directed DNA polymerase activity
	0.04291681
	TERF2

	GO:0043047
	single-stranded telomeric DNA binding
	0.04291681
	TERF2

	GO:0061578
	Lys63-specific deubiquitinase activity
	0.04291681
	DESI2

	GO:0051015
	actin filament binding
	0.044879056
	FERMT2/MACF1/NEBL

	GO:0017017
	MAP kinase tyrosine/serine/threonine phosphatase activity
	0.046410195
	DUSP16

	GO:0032454
	histone H3-methyl-lysine-9 demethylase activity
	0.046410195
	JMJD1C

	GO:0051011
	microtubule minus-end binding
	0.046410195
	MACF1

	GO:0061133
	endopeptidase activator activity
	0.046410195
	APH1A

	GO:0140299
	small molecule sensor activity
	0.046410195
	HIF1AN

	GO:1901338
	catecholamine binding
	0.046410195
	ADRA2A

	GO:0004707
	MAP kinase activity
	0.049891019
	MAPK6

	GO:0005068
	transmembrane receptor protein tyrosine kinase adaptor activity
	0.049891019
	SH2B3

	GO:0031005
	filamin binding
	0.049891019
	NEBL



