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Model verification 
[bookmark: _GoBack]According to Huang et al. (2013), the model was verified with the constraints using the parameters of strain LA02 fermentation determined experimentally. The details were as follows,  the lower bound for isobutanol transport flux was set as 0.65 mmol/g/h, the lower bound of glucose uptake rate was set as -7 mmol/g/h, the lower bound of lactate, ethanol, acetate and succinate was respectively set as 9.45, 1.05, 0.70 and 0.21 mmol/g/h, the lower bound of all amino acids uptake rate was set as -0.05 mmol/g/h according to Huang et al. (2013), and the lower bound of oxygen uptake rate was set to be -2 mmol/g/h according to Ng et al. (2012). Then, the special growth rate was simulated to be 0.095 using FBA algorithm. Finally, the predicted special growth rate was very close to the experimental observed special growth rate (0.105), and the error of 9.5% was within the acceptable range of 10% according to Selvarasu, et al. (2009)
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